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74 260 265 270 

76 Ser Ala He Pro Asp Val Leu Gin Val Ser Thr Lys Gin Ser He Ala 

77 275 280 285 

79 Asn Phe Leu Ser Arg Pro Thr Glu Gly Val Gin Ala Leu Val Gly Gly 

80 290 295 300 

82 Tyr He Gly Gly Leu Val Pro Lys Leu Lys Tyr Asp Ser Lys Ser Gin 

83 305 310 315 320 

85 Ser Glu Glu Gin Glu Glu Pro Ala Lys Thr Asp Gin Ala Val Ser Lys 

86 325 330 335 

88 Asp Arg Asn Ala Glu Glu Lys Lys Arg Leu Ser Leu Gin Arg Glu Lys 

89 340 345 350 

91 He He Ala Arg Val Ser He Asp Asn Arg Thr Arg Ala Leu Val Gin 

92 355 360 365 

94 Ala Leu Arg Arg Thr Thr Asp Pro Lys Leu Cys He Thr Arg Val Glu 

95 370 375 380 

97 Glu Leu Thr Phe His Leu Leu Glu Phe Pro Glu Gly Lys Gly Val Ala 

98 385 390 395 400 
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148 Ser Leu Gly Thr Gly Arg Tyr Glu Ser Asp Val Arg Asn Thr Val Thr 

149 660 665 670 

151 Tyr Thr Ser Leu Lys Thr Lys Leu Ser Asn Val lie Asn Ser Ala Thr 

152 675 680 685 

154 Asp Thr Glu Glu Val His lie Met Leu Asp Gly Leu Leu Pro Pro Asp 

155 690 695 700 

157 Thr Tyr Phe Arg Phe Asn Pro Val Met Cys Glu Asn lie Pro Leu Asp 

158 705 710 715 720 

160 Glu Ser Arg Asn Glu Lys Leu Asp Gin Leu Gin Leu Glu Gly Leu Lys 

161 725 730 735 

163 Tyr He Glu Arg Asn Glu Gin Lys Met Lys Lys Val Ala Lys He Leu 

164 740 745 750 

166 Ser Gin Glu Lys Thr Thr Leu Gin Lys He Asn Asp Trp He Lys Leu 

167 755 760 765 

169 Lys Thr Asp Met Tyr Glu Gly Leu Pro Phe Phe Ser Lys Leu 

170 770 775 780 

173 <210> SEQ ID NO: 2 

174 <211> LENGTH: 2349 

175 <212> TYPE: DNA 

176 <213> ORGANISM: Homo sapiens 

178 <220> FEATURE: 

179 <221> NAME/KEY: CDS 

180 <222> LOCATION: (1)..(2349) 

182 <400> SEQUENCE: 2 

183 atg tct att aat ctg act gta gat ata tat att tac etc ctt agt aat 48 

184 Met Ser He Asn Leu Thr Val Asp He Tyr He Tyr Leu Leu Ser Asn 

185 15 10 15 

187 gca aga agt gtt tgt ggg aag cag aga age aag caa ctg tat ttc ttg 96 

188 Ala Arg Ser Val Cys Gly Lys Gin Arg Ser Lys Gin Leu Tyr Phe Leu 

189 20 25 30 

191 ttc tea cct aag cat tac tgg agg ata age cac ate agt eta caa aga 144 

192 Phe Ser Pro Lys His Tyr Trp Arg He Ser His He Ser Leu Gin Arg 

193 35 40 45 

195 ggt ttt cat aca aac ata ata aga tgt aaa tgg acc aaa agt gaa gca 192 

196 Gly Phe His Thr Asn He He Arg Cys Lys Trp Thr Lys Ser Glu Ala 

197 50 55 60 

199 cat tct tgc agt aag cac tgt tac tct cca age aac cat ggt tta cat 240 

200 His Ser Cys Ser Lys His Cys Tyr Ser Pro Ser Asn His Gly Leu His 

201 65 70 75 80 

203 att ggg att ttg aaa ctt age act tct get ccc aag gga ctt aca aaa 

204 He Gly He Leu Lys Leu Ser Thr Ser Ala Pro Lys Gly Leu Thr Lys 

205 85 90 95 

207 gtg aac att tgt atg tec cgt att aaa agt act ttg aac tct gtt tea 336 
2 08 Val Asn He Cys Met Ser Arg He Lys Ser Thr Leu Asn Ser Val Ser 
209 100 105 110 

211 aag get gtt ttt ggc aat caa aat gaa atg att tea cgt tta get caa 384 

212 Lys Ala Val Phe Gly Asn Gin Asn Glu Met He Ser Arg Leu Ala Gin 

213 115 120 125 

215 ttt aag cca agt tec caa att tta aga aaa gta teg gat agt ggc tgg 43 2 



288 
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Leu 


Lys 


Asp 


Arg 




317 




530 










535 










540 










1680 


319 


atg 


gga 


tct 


gca 


ctg 


atg 


att 


gaa 


aca 


gca 


aga 


aac 


ccc 


aca 


tgt 


cct 


320 


Met 


Gly 


Ser 


Ala 


Leu 


Met 


He 


Glu 


Thr 


Ala 


Arg 


Asn 


Pro 


Thr 


Cys 


Pro 




321 


545 








550 










555 










560 


1728 


323 


aag 


gta 


get 


get 


gta 


agt 


acc 


ata 


gta 


aat 


aga 


ggg 


ata 


aca 


ccc 


aaa 


324 


Lys 


Val 


Ala 


Ala 


Val 


Ser 


Thr 


He 


Val 


Asn 


Arg 


Gly 


He 


Thr 


Pro 


Lys 




325 








565 










570 










575 






327 


get 


ttt 


gtg 


ttc 


aga 


aac 


tat 


ggt 


cat 


ttt 


cct 


gga 


ate 


aac 


tct 


cat 


1776 


328 


Ala 


Phe 


Val 


Phe 


Arg 


Asn 


Tyr 


Gly 


His 


Phe 


Pro Gly 


He 


Asn 


Ser 


His 




329 








580 










585 










590 






1824 


331 


tat 


ttg 


gga 


ggc 


tgt 


cag 


tat 


aaa 


atg 


tgg 


cag 


gee 


att 


aga 


gee 


tea 


332 


Tyr 


Leu 


Gly Gly 


Cys 


Gin 


Tyr 


Lys 


Met 


Trp 


Gin 


Ala 


He 


Arg 


Ala 


Ser 




333 






595 










600 










605 










335 


tct 


get 


get 


cca 


ggc 


tac 


ttt 


gca 


gaa 


tat 


gca 


ttg 


gga 


aat 


gat 


ctt 


1872 


336 


Ser 


Ala 


Ala 


Pro 


Gly 


Tyr 


Phe 


Ala 


Glu 


Tyr 


Ala 


Leu 


Gly Asn Asp 


Leu 




337 




610 










615 










620 










1920 


339 


cat 


caa 


gat 


gga 


ggt 


ttg 


ctt 


ctg 


aat 


aac 


cct 


teg 


gca 


tta 


get 


atg 


340 


His 


Gin 


Asp 


Gly 


Gly 


Leu 


Leu 


Leu 


Asn 


Asn 


Pro 


Ser 


Ala 


Leu 


Ala 


Met 




341 


625 










630 










635 










640 


1968 


343 


cat 


gag 


tgt 


aaa 


tgt 


ctt 


tgg 


cca 


gat 


gtg 


ccg 


tta 


gag 


tgc 


ata 


gta 


344 


His 


Glu 


Cys 


Lys 


Cys 


Leu 


Trp 


Pro 


Asp 


Val 


Pro 


Leu 


Glu 


Cys 


He 


Val 




345 








645 










650 










655 
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Use of n and / or Xaa has been detected in the 
Sequence Listing. Review the Sequence Listing 
to ensure a corresponding explanation is present 
in the <220> to <223> fields of each sequence 
using nor Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/618,623 

Input Set : A:\15060004.app 
Output Set: N:\CRF3\11212001\I618623.raw 

L:835 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 
L:2035 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:35 
L:2054 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:36 



DATE: 11/27/2001 
TIME: 14:02:10 
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